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B. gibsoni B.bovis B. microti T. parva

Genome size (M bp) 7.3 6.5 8.2 8.3

Number of genes 3843 3513 3706 3796

Number of tRNA 44 44 70 71

Number of 5S rRNA ND 2 ND 1

Number of 5.85/18S/28S rRNA units 1 2 5 8
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